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Liquid biopsy: a new diagnostic method in clinical oncology 

The goal of modern medicine is early diagnosis socially significant diseases that reduce the ability to work 
and affect on mortality in the population. Oncological diseases occupy second rank among the causes of 
deaths in Kazakhstan. At the same time, lung cancer is leading, the death rate from which in the Republic is 
17.6 % of the total mortality from cancer. The cause of high mortality is the lack of effective diagnosis of 
lung cancer in the early stages of the disease. At the moment, clinical medicine does not have specific and 
highly sensitive oncomarkers suitable for using in screening studies of the population. Free-circulating nucle-
ic acids, including mitochondrial DNA and microRNA, are stable in physiological fluids of the body, such as 
blood, serum, saliva, urine, etc. Moreover, the results of numerous studies have shown that the level of free-
circulating nucleic acids can indicate pathological processes in the human body. This shows great prospects 
for the use of free-circulating nucleic acids as biomarkers for non-invasive diagnosis of cancer. In this review, 
we are presenting available data on the modern methods of non-invasive cancer detection, so called «liquid 
biopsy» based on free circulating nucleic acids. 

Keywords: lung cancer, liquid biopsy, biomarkers, mitochondrial DNA, microRNA, free-circulating nucleic 
acids. 

 
Currently, one of the problems of modern medicine is the growth of cancer rate in the developed coun-

tries, including Kazakhstan. Among malignant diseases the lung cancer occupies a leading position [1]. 
The lung cancer in the Republic of Kazakhstan makes up 11.4 % of the total number of malignant tu-

mors. By morbidity and mortality, lung cancer ranks first place in Kazakhstan [2]. Exposure to radon, a natu-
rally existing radioactive gas, is the second leading cause, according to the World Health Organization [3]. 
According to the experts the contribution of natural sources in the average annual radiation dose of the Ka-
zakh population currently stands at 80 %, including 50 % from radon [4]. The genotoxic effects of radon on 
population of Kazakhstan are poorly understood, in spite of the fact that many regions of the country contain 
the high levels of radon. Therefore the search for blood-based tumor biomarkers for early detection of lung 
cancer is particularly acute in Kazakhstan. 

Liquid biopsy is a revolutionary technique that is opening previously unexpected perspectives. It con-
sists of the detection and isolation of free-circulating DNA, as a source of genomic information in patients 
with cancer. 

In addition to the widely used methods of clinical diagnostics of cancer diseases, to date, a large amount 
of evidence has been accumulated about the involvement of microRNA in the carcinogenesis of various tu-
mors, including lung cancer [5]. 

MicroRNAs (miRNAs) are small (~22 nucleotides), non-coding RNA molecules that regulate gene ex-
pression post-transcriptionally by inhibiting target mRNAs (Fig. 1). 

As a result of the transcription of microRNA’ genes, pri-microRNA is formed, having a length of a 
thousand base pairs. The nucleotide sequence of these molecules includes inverted repeats, due to which a 
hairpin structure forms [6]. 

The microprocessor protein complex consisting of proteins are known as Drosha and Pasha. Pasha or its 
analog in mammalian cells DGCR8, recognizes the features of the pri-microRNA’ structure. In the opinion 
of some authors, Pasha/DGCR8 recognizes the cleavage sites of pri-microRNA due to the presence in their 
structures an extended terminal loop [7]. According to other authors, site identification is associated with the 
transition point of the double-stranded RNA structure to flanking single-stranded areas [8] (Fig. 1). 
DROSHA cleaves the 3' and 5' strands of a stem-loop in pri-miRNAs. After the events described above, oc-
curring in the nucleus, pre-microRNA is formed. Pre-microRNA has two free nucleotides at the 3'-end, 
which are necessary for subsequent interaction with the Exportin 5 is a RanGTP-dependent protein that me-
diates nuclear export of pre-miRNAs. 

Moreover the free nucleotides at the 3'-end are necessary for the interaction of pre-microRNA with a 
protein called Dicer. This enzyme, which contains the catalytic domain of RNase III, cuts out of the pre-
microRNA’ loop that connects the 3'- and 5'-ends of the hairpin. As a result, short double-stranded RNA 
molecules are formed [9]. 
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Figure 1. The microRNA biogenesis 

The last stage of biogenesis of microRNA is mediated by the conversion of double-stranded RNA to 
mature single-stranded RNA (Fig. 1), which is used to recognize their mRNA targets. This process takes 
place with the participation of the RISC complex (RNA Induced Silencing Complex), which includes one of 
the proteins of the Argonaute family (AGO1, AGO2). microRNA-RISC complex leads to degradation of 
mRNA or block translational initiation [10]. 

An estimated one third of the human genome is regulated by microRNAs. Differentially expressed mi-
croRNAs have been identified in bronchopulmonary dysplasia, many of which regulate late lung develop-
ment and alveolarization. Evidence is increasing that microRNAs are particularly important in lung homeo-
stasis and development and have been demonstrated to be involved in many pulmonary diseases such as 
astma, COPD, lung cancer and other smoking related diseases. 

The important role of a differential expression of genes of microRNA in processes of malignant trans-
formation is shown, and profiles of an expression of microRNA carry a tumor — specific character [11]. Re-
cently, some microRNA-based drugs have been introduced as possible therapeutics agents. microRNAs act 
as a converter / mediator in the gene network of oncogenes and onco-suppressors. In one case, microRNA, 
regulated by oncogenes, can turn off onco- suppressor genes, which allows weakening cellular control over 
proliferation and adhesion. In another case, the tumor-suppressor microRNA can suppress the action of the 
oncogene (Fig. 2). Recently, some microRNA-based drugs have been introduced as possible therapeutics 
agents. 
 

 

Figure 2. The role of microRNAs in carcinogenesis 
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We have studied the level of a microRNAs expression in lung cancer patients in comparison with 
healthy people [5, 12, 13]. The comparative analysis of blood free circulating microRNA in group of lung 
cancer patients vs control group showed the high level of some oncomiRs such as miR-155–5р [12], 
miR-19b-3p [5] and miR-125b-5p [13]. Our results demonstrate that expression of this microRNA in lung 
cancer patients was in 2, 7 and 4 times higher respectively than in control group. That allows to draw a con-
clusion about the possibility of using free-circulating microRNA as biomarkers of lung cancer [11, 14]. 

The interesting data were obtained about the effect of smoking as the main risk factor for the develop-
ment of lung cancer and on the level of oncomiRs expression [5, 15]. In our studies the obtained results 
demonstrated, that in the smoking group of lung cancer patients the expression level of miR-19b-3p and 
miR-155 -5p was significantly lower than in the group of non-smokers lung cancer patients. It is possible 
that this effect is explained a general decrease in all freely circulating miRNAs due to the inactivation of 
DICER, which is the main enzyme of miRNA biogenesis, by tobacco smoke. Our results are consistent with 
previous data, indicating the negative effect of tobacco smoke on miRNA biogenesis [16, 17]. 

Emerging evidence is establishing that microRNA are involved in regulating radiation‐induced cellular 
processes and can be exploited to serve as biomarkers of human radiation exposure [18]. Recently, it has 
been shown that ionizing radiation can induce changes in miRNA expression profiles in normal human fi-
broblasts [18] and immortalized cell lines [19, 20]. An in vivo study found that microRNA signatures in-
duced by ionizing radiation in mouse blood are radiation type and dose‐specific [21]. microRNA expression 
signatures derived from mouse blood are exploited to serve as biomarkers for exposure to radiation [20]. An-
other study conducted on radiotherapy patients suggested that microRNA expression signatures can be used 
as biomarkers of radiation exposure in humans [21]. 

MicroRNAs are very promising as cancer biomarkers, but additional studies, especially meta-analyses 
of pooled data from different studies, are needed to validate the efficacy of microRNAs and to identify relia-
ble microRNA panels to be used as cancer biomarkers. 

The results of recent studies show that the free circulating mitochondrial DNA (mtDNA) also can be 
used as one of the promising markers for pathological processes’ detection. At the present time it has become 
apparent that mitochondrial dysfunctions determine the development of many diseases, including malignant 
tumors and autoimmune diseases [22, 23]. 

Mitochondrial dysfunction leads to production and accumulation of the reactive oxygen species (ROS) 
which effect on the processes in the cells [24]. The accumulation of ROS in cells leads to oxidative stress 
and can break the work of the mitochondrial enzyme systems. In normal physiology, mitochondria are very 
important in the cell as they produce most of the adenosine triphosphate (ATP) via oxidative phosphorylation 
system which is a necessary energy supply for cellular processes. 

It is known that in the hypoxia conditions normal functions of the mitochondrial respiratory chain com-
plexes is disturbed, which is accompanied by increasing of mitochondrial membrane permeability. This pro-
cess is responsible for the exit of mitochondrial DNA into the cytosol. 

It is shown that in cancer cells increasing an anaerobic glycolysis is observed. Also the number of mito-
chondrial DNA copies changes at various forms of cancer. The increased number of copies mtDNA was 
found in a prostate and ovaries cancer, endometrial cancer and some forms of leukemia. To the contrary, the 
reduced number of copies mtDNA was found in gastric and liver carcinoma, in a breast cancer and other 
forms of cancer [25]. 

Mutations in the D-loop region were found both in mtDNA, directly isolated from liver carcinoma cells, 
and in the free-circulating mtDNA in the blood plasma of patients with liver cancer, which indicates that 
free-circulating mtDNA exists in the common free circulating DNA pool [26]. Whereas circulating mtDNA 
was also found in the blood of healthy people, as well as in patients with various diseases [27], particularly 
significant differences in the level of free circulating mtDNA were found between cancer patients and 
healthy individuals [10]. This made it possible to use the quantitative analysis of the mtDNA copy number in 
biological fluids (plasma / blood / urine) for early detection of different types of cancer [28]. 

Subsequent studies have shown that the level of free-circulating mtDNA can be used as a marker for the 
survival prognosis of patients with malignant tumors of different locations. Thus, a high level of free circu-
lating mtDNA correlated with low survival of patients with prostate cancer [29]. 

Mitochondrial DNA is released in the circulation following general mechanisms of cell death: apoptosis 
and necrosis (Fig.3). Oncosis is a non-canonical form of programmed cell also can cause the presence of 
free-circulating mtDNA in the blood plasma of cancer patients (Fig. 3) [30]. 
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Figure 3. The origin of free-circulating mtDNA 

Given that under certain conditions, neutrophils form mtDNA neutrophil extracellular traps (NETs), it 
is feasible that the circulating mtDNA observed may have been released through netosis (Fig. 3). 

The recent data suggest that mtDNA can also induce the non-infectious systemic inflammatory response 
[30]. As we know that inflammation is a critical component of tumour progression. Therefore, it is quite pos-
sible that mtDNA can be not only a consequence, but also a cause of carcinogenesis. 

Free-circulating mtDNA can be an indicator of carcinogenic effects [31]. Tan and colleagues show that 
cigarette smoke leads to increasing the frequency of mutations in the coding regions and in the D-loop region 
of mtDNA in buccal cells of smokers compared to the non-smokers [32]. Moreover, tobacco smoking causes 
an increase in the level of free-circulating mtDNA in the plasma of patients with malignant tumors of the 
head and neck [33]. 

The results of several studies indicate the possible role of circulating mtDNA as a biomarker of cellular 
damage caused by chronic exposure to low radiation doses [34]. Animal studies showed a significant in-
creasing level of free-circulating mtDNA after X-ray exposure. In addition, the results of this experiment 
detected a number of mutations in free-circulating mtDNA after X-ray irradiation, which were absent in the 
control group without X-ray exposure [35]. 

The results of several studies indicate the possible role of circulating mtDNA as a biomarker of cellular 
damage caused by chronic exposure to low radiation doses [33]. Animal studies showed a significant in-
creasing level of free-circulating mtDNA after X-ray exposure. In addition, the results of this experiment 
detected a number of mutations in free-circulating mtDNA after X-ray irradiation, which were absent in the 
control group without X-ray exposure [35]. 

Radiation therapy of cancer diseases also leads to increasing the level of free-circulating mtDNA in the 
plasma of patients and, consequently, this indicator can be used to monitor the effectiveness of treatment 
with ionizing radiation of cancer patients [36]. 

However, the influence of environmental factors on the level of free-circulating mtDNA at the moment 
is still not understood. Further research in this area can contribute to the development of preventive diagnos-
tics aimed at identifying potential health risks associated with the impact of adverse environmental condi-
tions or an incorrect lifestyle. 

Several studies have shown that the level of the free-circulating mtDNA can be use as a biomarker of 
the cancer therapeutic resistance. For example, two independent studies have shown that a decrease in the 
level of free-circulating mtDNA associated with resistance to antitumor drugs such as anthracyclines and 
taxanes [37, 38]. Moreover Sanson et al., have shown that exogenous mtDNA can act as an oncogenic signal 
that promotes the activation of cancer stem cells after therapy. The horizontal transfer of mtDNA in the form 
of extracellular vesicles in contrast, provoked the development of resistance to hormonal therapy for breast 
cancer [39]. 

The correlation between the low level of mtDNA in the patient's plasma and the low susceptibility of 
the tumor to the drugs can be explained by the absence of death of tumor cells, which mediates the massive 
yield of free-circulating mtDNA, i.e. cancer therapy does not induce apoptosis / necrosis of tumor cells. Con-
sequently, free-circulating mtDNA as a kind of marker of cell death can be used to monitor the effectiveness 
of the cancer therapy. A decrease in the level of free-circulating mtDNA in the blood plasma of lung cancer 
patients was shown in the case of resistance to erlotinib [40]. 
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For many years, researchers have tried to create effective methods for cancer diagnosis, allowing de-
tected malignant tumor at an early stage of development. Moreover, these diagnostic methods should be 
characterized by high specificity, sensitivity, absence of complications and to be sufficiently simple in tech-
nical terms. At the moment, molecular technology called «liquid biopsy» is becoming increasingly popular. 
A tissue biopsy is the «gold standard» of modern oncology. Despite the high accuracy, this method is very 
expensive, traumatic and unacceptable for mass screening studies of the population. «Liquid biopsy» is 
based on the use of physiological body fluids, such as blood, urine, saliva, etc., and has no risks for the pa-
tient compared to tissue biopsy. The markers in this case are free-circulating nucleic acids: microRNA and 
mitochondrial DNA. 

Diagnostic methods based on the detection of free-circulating nucleic acids can be used not only in 
screening studies, but also serve as a reliable marker for the prognosis of the disease and the effectiveness of 
cancer therapy. 

Thus, understanding the nature of these molecules, the mechanism of the biogenesis of free-circulating 
nucleic acids and their involvement in the processes of carcinogenesis is importance for personalized treat-
ment of cancer diseases. 
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Сұйық биопсия: клиникалық онкологияның жаңа диагностикалық əдісі 

Заманауи медицина алдында халықтың еңбекке қабілеттілігін төмендететін жəне халықтың жалпы 
өлімінің көрсеткішіне əсер ететін əлеуметтік маңызды ауруларды ерте анықтау мəселесі өте маңызды. 
Онкологиялық аурулар Қазақстандағы өлім себептері бойынша екінші орынға ие. Соның ішінде 
Республикадағы өлім-жітімнің жалпы үлесінің 17,6 %-ын құрайтын өкпе қатерлі ісігі — алдыңғы 
себептердің бірі. Өлімнің үлкен ықтималдығының себебі осы ауруды алғашқы сатыларында 
диагностикалау өте қиын. Қазіргі кезде клиникалық медицинада халыққа скринингтік зерттеуде 
қолдануға жарамды, спецификалық жəне өте сезімтал онкомаркерлер жоқ. Еркін айналатын нуклеин 
қышқылдары, соның ішінде митохондриялық ДНҚ жəне микроРНҚ, қан, сарысу, сілекей, несеп жəне 
сол сияқты физиологиялық сұйықтықтарда тұрақты. Сондай-ақ көптеген зерттеулердің нəтижелері 
еркін айналатын нуклеин қышқылдарының деңгейі адам ағзасындағы патологиялық үрдістерді 
көрсете алатынын дəлелдеді. Бұл онкологиялық ауруларды инвазивті емес диагностикалау үшін 
биомаркерлер ретінде еркін айналатын нуклеин қышқылдарын пайдаланудың үлкен 
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перспективаларын көрсетеді. Шолу мақалада авторлар еркін айналатын нуклеин қышқылдары 
негізіндегі «сұйық биопсия» деп аталатын қатерлі ісікті инвазивті емес анықтаудың заманауи əдістері 
туралы деректер туралы баяндады. 

Кілт сөздер: өкпе қатерлі ісігі, сұйық биопсия, биомаркерлер, митохондриялық ДНҚ, микроРНҚ, 
еркін айналатын нуклеин қышқылдары. 

 
О.В. Булгакова, А.Ж. Каусбекова, Р.И. Берсимбаев 

Жидкая биопсия: новый диагностический метод в клинической онкологии 

Перед современной медициной очень остро стоит вопрос ранней диагностики социально значимых 
заболеваний, снижающих трудоспособность населения и влияющих на показатель общей смертности 
в популяции. Онкологические заболевания занимают вторую ранговую позицию среди причин смер-
тей в Казахстане. При этом лидирует рак легкого, смертность от которого в республике составляет 
17,6 % от общей доли смертей от злокачественных неоплазий. Причина высокой вероятности леталь-
ного исхода кроется в крайне затруднительной диагностике данного заболевания на ранних стадиях 
развития. На данный момент клиническая медицина не имеет специфических и высокочувствитель-
ных онкомаркеров, пригодных для использования в скриннинговых исследованиях населения. Сво-
бодно циркулирующие нуклеиновые кислоты, включающие в себя митохондриальную ДНК и мик-
роРНК, достаточно устойчивы в физиологических жидкостях организма, таких как кровь, сыворотка, 
слюна, моча и т.д. Более того, результаты многочисленных исследований показали, что уровень сво-
бодно циркулирующих нуклеиновых кислот может отражать патологические процессы в организме 
человека. Это говорит о больших перспективах использования свободно-циркулирующих нуклеино-
вых кислот в качестве биомаркеров для неинвазивной диагностики онкологических заболеваний. 
В данном обзоре мы представляем имеющиеся данные о современных методах неинвазивного выяв-
ления рака, так называемой «жидкой биопсии», на основе свободных циркулирующих нуклеиновых 
кислот. 

Ключевые слова: рак легкого, жидкая биопсия, биомаркеры, митохондриальная ДНК, микроРНК, сво-
бодно-циркулирующие нуклеиновые кислоты. 
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